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SARS-CoV-2/COVID-19

SARS-CoV-2 = severe acute respiratory syndrome coronavirus_2,
the causative agent of COVID-19

COVID-19 =coronayvirus disease 2019
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2020 : BEINZT/FHINETZEEK (VOC/VOI) DR
SARS-CoV-2 has been highly diversified over 2 years

Beta (VOC)
Omicron (VOC)
Alpha (VOQC)

Mu (VOI)
Lambda (VOI)
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Antigenic shift-like
Evolution (KZ®)

o
Alpha BA.2

Lambda
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Antigenic drift-like
evolution (VNER)
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History of G2P-Japan: “G2P-UK:--?"
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